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Hair DNA Extraction and Phylogenic Analysis of
Forest Musk Deer (Moschus berezovskii)
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(Shaanxi Institute of Zoology,Xi’an 710032, China)

Abstract: According to the confusion of system classification of Moschus berezouskii , the phylogenetic
of musk deer has been analyzed by the method of molecular marker. Partial DNA sequence of cyto-
chrome 6 gene in mitochondrial genome was successfully retrieved from hair of forest musk deer col-
lected from Shaanxi. Phylogenetic analysis using the sequence and published data indicated that forest
musk deer, siberian musk deer, alpine musk deer, himalayan musk deer and tawny musk deer are five
independent species. The forest musk deer has a close phylogenetic relationship to siberian musk deer
and its haplotype diversity (Hd) was 0. 558, nucleotide diversity (Pi) was 0. 015 42. It is suggested
that the forest musk deer has low genetic diversity.

Key words: Forest musk deer; Mitochondrial DNA; Phylogenetic; Genetic diversity

[1-2] ’ DNA ’ ’
A Y ~ N o Y ’
) ) ’ ° mtDNA
2 b
[3] [4]
’ o ’ b
b o
DNA(mtDNA) s

, mtDNA 16.5 kb , mtDNA , Gen-

* 2012-03-28 2012-05-22
(2010ZDKG-54) (2009K-02)

(2012KW-21) 4

’ ’

’

(2012K-027,2009K-25) ,
s . E-mail:{enghui84@126. com
. E-mail:{chengli@163. com



8 : DNA e 15 -
Bank Clustal X,DnaSP 4. 0 .
’ 2
1
2.1 PCR
1.1
. C D,
—80 C 5 o Chelex-100 3
mtDNA Chelex-100 Bio- DNA PCR .
Rad , 2.2
. GenBank
1.2 (GI:4587194.,GI1.4587192) N N
1.2.1 mtDNA mtDNA . Cyth « 2, 2 1~
(5] y 20 ,21.22 GenBank
3 . DNA. Cyt b .23 .24
.25 .26
) o 2 ,1~20 21.22
, , Clustal X,DnaSP 4. 0 ,
, 20 4 s
20%., 0. 558,
1.2.2 PCR L.5- 1.542%C D,

GATATGAAAAACCATCGTTG-3'; H.5'-CT-
CACCTGATATTTGTCCTCA-3", PCR

50uL, , 10 X PCR Buffer 5. 0 pL,
dNTP 1. OpL. DNA 2 L,
2 yL.Tag 0.4 L, 37.6 ulL, PCR
95 °C 1 min, 94 C 1 min,
49 °C 1 min,72 °C 3.5 min, 35 ,
,72 °C 10 min,4 C ,
o DNA
) . PCR
10 g/L
., —20°C o
., ABI3730
1.2.3 PCR
, NCBI
Blast ,
271 bp , Cyt b
. GenBank

1 mtDNA Cyt b
Fig. 1 The results of mtDNA Cyt b amplification

from hair of task deer

1 mtDNA

Table 1 The mtDNA diversity of mask deer
mtDNA
mtDNA diversity Value
Polymorhism sites 20
Number of hapoltypes 4
Haplotype diversity 0.558
Nulceotide diversity 0.015 42
4.132

Average number of nucleotide differences
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